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Percentages of Swedish N. gonorrhoeae (GC) strains comprising (-lactamase production, decreased susceptibility or resistance in 2002-2008 

	
	2002 
(n=120)
	2003 
(n=130)
	2004

(n=149)
	2005

(n=497)#
	2006

(n=352)#
	2007

(n=406)#
	2008
(n=453)#

	(-lactamase productionA


	39
	
22
	
26
	
23
	
30
	30
	
28

	AmpicillinB MIC*, **
	
	
	
	
	
	
	

	>0.125 - (2.0
	48
	70
	63
	76
	66
	73
	66

	>2.0


	 0
	 0
	0
	0
	0
	(1
	0

	CefiximeB 
MIC*
	
	
	
	
	
	
	

	>0.064 - (0.5
	 4
	 0
	1
	0
	0
	1
	4

	>0.5


	 0
	 0
	0
	0
	0
	0
	0

	CeftriaxoneB MIC*
	
	
	
	
	
	
	

	>0.125
	 0
	 0
	0
	0
	0
	0
	<1

	AzithromycinC MIC*
	
	
	
	
	
	
	

	>0.5 - (1.0
	 2
	 0
	0
	1
	5
	6
	10

	>1.0


	 0
	 1
	0
	0
	1
	1
	3

	CiprofloxacinD MIC*
	
	
	
	
	
	
	

	>0.032 - (0.064
	2
	1
	0
	1
	(1
	(1
	<1

	>0.064
	58
	56
	51
	49
	61


	70
	63

	SpectinomycinE MIC*
	
	
	
	
	
	
	

	>32
	 0
	 0
	0
	0
	0
	0
	 0


#      From 2005, all strains submitted to the National Reference Laboratory for Pathogenic Neisseria, 
       Örebro, Sweden and to the Karolinska University Hospital Huddinge, Stockholm, Sweden are presented. 
*        Minimum inhibitory concentration (MIC) in mg/L.

**   PPNG strains are not included; 2002 (n=73), 2003 (n=102), 2004 (n=110), 2005 (n=384), 2006 (n=248),   
       2007 (n=285), and 2008 (n=324).

A Plasmid-mediated production of (-lactamase (TEM-1).

B Chromosomally-mediated resistance to penicillins as well as reduced susceptibility to third generation, expanded-spectrum cephalosporins are due to polymorphisms causing PBP-alteration(s), increased efflux pump activity and reduced porin permeability, which are acquired in a particular order.

C Chromosomally-mediated resistance due to increased efflux pump activity, target (23S rRNA) alteration(s), and enzymatic effects have been described.

D Chromosomally-mediated resistance is mainly caused by specific alterations of target molecules, initially GyrA alteration(s) followed by ParC alteration(s) resulting in accumulatively increased MICs.

E Chromosomally-mediated resistance is mainly caused by alteration(s) of target molecule, i.e. 16S rRNA.
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